SEQUENCE LISTING 



110> Hamer, Lisbeth 
Adachi, Kiichi 
DeZwaan, Todd M 
Lo, Sze Chung C 
Montenegro -Chamorro, Maria V 
Frank, Sheryl A 
Darveaux, Blaise A 
Mahanty, Sanjoy K 
Heiniger, Ryan W 
Skalchunes, Amy R 
Pan, Huaqin 
Tarpey , Rex 
Shuster, Jeffrey R 
Tanzer, Matthew M 

12 0> METHODS FOR THE IDENTIFICATION OF INHIBITORS OF 3 - ISOPROPYLMALATE 
DEHYDRATASE AS ANTIBIOTICS 

130> 2131US 

160> 3 

170> Patentln version 3.1 

210> 1 
211> 2337 
212> DNA 



1 



<213> Magnaporthe grisea 





atgcctggag 


cagaaagcac 


tccgcagacc 


ttgtacgaca 


aggttctgca 


agcacacgtg 


60 




gtcgatgaga 


agctcgacgg 


cacagtcctc 


ttgtacatcg 


accgccacct 


tgtacatgag 


120 




gtcacatcac 


ctcaagcatt 


cgagggcctc 


aggaatgcag 


gccgtaaagt 


gcggagaccc 


180 




gactgcacct 


tggccaccac 


agaccataac 


gtccccacga 


cttcacggaa 


agctctcaag 


240 




gacattgcca 


gcttcatcaa 


agaggacgac 


tcaaggaccc 


aatgtgtgac 


tctggaggaa 


300 




aatgtcaagg 


agtttggcgt 


cacatatttt 


ggcctcagcg 


acaagcgcca 


gggtattgtg 


360 




cacgtcattg 


gccctgagca 


aggcttcacg 


ctccccggaa 


caacggttgt 


gtgtggagac 


420 




agtcacacgt 


ctacccatgg 


cgcctttgga 


gcccttgcct 


ttggtatcgg 


taccagcgag 


480 


.;: 


gttgagcacg 


tgctggccac 


tcagtgcttg 


atcaccaaga 


ggagcaagaa 


catgaggata 


540 


m 
ru 

M 


caagtcgacg 


gcgagctggc 


tcctggtgtc 


agctccaagg 


atgtcgtgct 


tcatgcaatc 


600 


ggtatcattg 


gtaccgctgg 


aggcaccggg 


gctgtcatcg 


agttctgtgg 


ttccgtcatc 


660 


• = 


cgcagcctca 


gcatggaggc 


ccgcatgtca 


atctgcaaca 


tgtccatcga 


gggaggtgcc 


720 


j 


agggctggca 


tggtagcccc 


tgacgagatc 


accttcgaat 


acctcaaggg 


ccgcccgctc 


780 


... 


gctccgaagt 


acgactcgcc 


cgagtggcac 


aaggctaccc 


aatactggaa 


gaaccttcag 


840 




tccgacccag 


gtgccaaata 


cgatattgat 


gtctttattg 


acgccaaaga 


cattgtacca 


900 




accttgacat 


ggggcacaag 


tcccgaggat 


gttgttccga 


tcaccggcgt 


tgttcctgat 


960 




cctgagacgt 


ttgctaccga 


agcgaagaag 


gcggacgggc 


gacgcatgct 


gcagtacatg 


1020 




ggactgaagg 


cgggtactcc 


catggaggac 


attccggtcg 


acaaagtctt 


catcggctcc 


1080 




tgcaccaatt 


ccaggattga 


ggatctccgt 


gctgctgccg 


cggtcgtaaa 


gggccggaaa 


1140 




aaagcaccca 


atgttaagag 


cgccatggtg 


gtgccgggat 


cgggcttggt 


caagactcaa 


1200 




gctgaggagg 


aaggcctgga 


caagattttt 


gaggaggccg 


gctttgaatg 


gcgcgaggct 


1260 




ggctgcagta 


tgtgccttgg 


catgaaccca 


gatattctcg 


ctccccagga 


gcgttgtgcc 


1320 




agtaccagca 


accgcaactt 


cgagggtcgc 


cagggtgcag 


gcggccgcac 


tcatctcatg 


1380 




tccccagtca 


tggctgctgc 


tgctggtatc 


gtcggtaagc 


ttgcagatgt 


gagaaagttg 


1440 




accgattaca 


aggccagccc 


tcacattgca 


gcttaccaga 


aatcgacagt 


gacaaagccc 


1500 




catgtggatg 


agcggatcaa 


ccaagatgcg 


catgagaaag 


atatcattgc 


tgatattcct 


1560 



2 



gaggacaaca acggccctca caccaacacc tctgccagtg ttggcacttc agcagggctt 1620 

cccaagttca ccattctcaa gggtatagcg gctccgctgg agaaggctaa tgttgacacc 1680 

gacgccatca ttcccaaaca atttctcaag acaatcaaga ggacaggcct tggaaatgct 1740 

ctgttctatg agatgaggtt caatgaggac ggcactgaga agagcgactt tgttctcaac 1800 

aaggagccgt accggaaagc cagtattctg gtttgcacgg gtgccaactt tggatgtggg 1860 

agctctcgtg agcatgcgcc atgggctctc aacgattttg gcatcaggag cgtcattgcc 192 0 

ccgtcgttcg cagatatatt cttcaacaac tccttcaaga acggcatgct gccgatccct 1980 

atcaaggacc aggctcagat cgaggccatc gccgccgaag ccagggcggg caaggaaatc 2 04 0 

gaagttgacc tcccaaacca gctgatcaag aacgcaaccg gcgagacgat ctgcactttc 2100 

gaggtggagg agtttaggaa gcactgcttg gtcaatggtc tcgatgatat cggcttgacc 2160 

atgcagatgg aagacaagat cgccgagttc gaggccaaga tgaccaggga gactccctgg 2220 

ctcgacggaa ctggctacct caagcgaaag ggtcaaggtg gtaagctcgc agccaaggct 22 80 

gtgcccgtgc ctaccaccaa caggggcgag gagaagaagg agccgcttga gtggtga 23 37 

<210> 2 
<211> 3235 
<212> DNA 

<213> Magnaporthe grisea 



<400> 2 

agttaaagga aacccgcgtc gaggtctact agaatccggc actccgatat cgccattgaa 60 

tctgcgacga cagcaagttc aaaaaagaac attcaagaca aaaaagagct accgtctttc 12 0 

taactttccc ctcctaacct atcttcgccc gttcgtctga attcaatcat tttttattgt 180 

tgattgcttt gtgtgatcct gccactttcc tacacgaaca aaacccggcg accatattga 24 0 

cctaccggct tcttctccaa ctacatctgt cttgacccta ttttgtttgc gtggtgtcaa 300 

tcattcgtga taccgacttt cagtcctttc cagattccaa aaaaaatgcc tggagcagaa 360 

agcactccgc agaccttgta cgacaaggtt ctgcaagcac acgtggtcga tgagaagctc 42 0 

gacggcacag tcctcttgta catcggttcg tagcctgacc atcggggcta ggccccagct 480 

tggagtggca ccaagcagca gcttttgtca actgaccagg tctctttgct tttgtagacc 540 

gccaccttgt acatgaggtc acatcacctg taagaaaccc agcccacgga ccacaagcaa 600 



3 



gccgcgaaac 


caagccacta 


tattaacgca 


acgaaacggg 


cgctaacatg 


tttgaatgac 


660 


tactagcaag 


cattcgaggg 


cctcaggaat 


gcaggccgta 


aagtgcggag 


acccgactgc 


720 


accttggcca 


ccacagacca 


tgtaagtgaa 


gaagacctgt 


ataaaatctc 


cactccgata 


780 


tcggctgcaa 


aagctaaccc 


ttctttttgt 


catcgcccat 


gctagaacgt 


ccccacgact 


840 


tcacggaaag ctctcaagga cattgccagc 


ttcatcaaag 


aggacgactc 


aaggacccaa 


900 


tgtgtgactc 


tggaggaaaa 


tgtcaaggag 


tttggcgtca 


catattttgg 


cctcagcgac 


960 


aagcgccagg 


gtattgtgca 


cgtcattggc 


cctgagcaag 


gcttcacgct 


ccccggaaca 


1020 


acggttgtgt 


gtggagacag 


tcacacgtct 


acccatggcg 


cctttggagc 


ccttgccttt 


1080 


ggtatcggta 


ccagcgaggt 


tgagcacgtg 


ctggccactc 


agtgcttgat 


caccaagagg 


1140 


agcaagaaca 


tgaggataca 


agtcgacggc 


gagctggctc 


ctggtgtcag 


ctccaaggat 


1200 


gtcgtgcttc 


atgcaatcgg 


tatcattggt 


accgctggag gcaccggggc 


tgtcatcgag 


1260 


ttctgtggtt 


ccgtcatccg 


cagcctcagc 


atggaggccc 


gcatgtcaat 


ctgcaacatg 


1320 


tccatcgagg gaggtgccag ggctggcatg gtagcccctg 


acgagatcac 


cttcgaatac 


1380 


ctcaagggcc 


gcccgctcgc 


tccgaagtac 


gactcgcccg 


agtggcacaa 


ggctacccaa 


1440 


tactggaaga accttcagtc 


cgacccaggt 


gccaaatacg 


atattgatgt 


ctttattgac 


1500 


gccaaagaca 


ttgtaccaac 


cttgacatgg 


ggcacaagtc 


ccgaggatgt 


tgttccgatc 


1560 


accggcgttg 


ttcctgatcc 


tgagacgttt 


gctaccgaag 


cgaagaaggc 


ggacgggcga 


1620 


cgcatgctgc 


agtacatggg 


actgaaggcg 


ggtactccca 


tggaggacat 


tccggtcgac 


1680 


aaagtcttca 


tcggctcctg caccaattcc 


aggattgagg 


atctccgtgc 


tgctgccgcg 


1740 


gtcgtaaagg 


gccggaaaaa 


agcacccaat 


gttaagagcg 


ccatggtggt 


gccgggatcg 


1800 


ggcttggtca 


agactcaagc 


tgaggaggaa 


ggcctggaca 


agatttttga 


ggaggccggc 


1860 


tttgaatggc gcgaggctgg ctgcagtatg tgccttggca 


tgaacccaga 


tattctcgct 


1920 


ccccaggagc 


gttgtgccag 


taccagcaac 


cgcaacttcg 


agggtcgcca 


gggtgcaggc 


1980 


ggccgcactc 


atctcatgtc 


cccagtcatg 


gctgctgctg 


ctggtatcgt 


cggtaagctt 


2040 


gcagatgtga 


gaaagttgac 


cgattacaag 


gccagccctc 


acattgcagc 


ttaccagaaa 


2100 


tcgacagtga 


caaagcccca 


tgtggatgag 


cggatcaacc 


aagatgcgca 


tgagaaagat 


2160 


atcattgctg 


atattcctga 


ggacaacaac 


ggccctcaca 


ccaacacctc 


tgccagtgtt 


2220 


ggcacttcag 


cagggcttcc 


caagttcacc 


attctcaagg 


gtatagcggc 


tccgctggag 


2280 



4 



aaggctaatg 


ttgacaccga 


cgccatcatt 


cccaaacaat 


ttctcaagac 


aatcaagagg 


2340 


acaggccttg 


gaaatgctct gttctatgag 


atgaggttca 


atgaggacgg 


cactgagaag 


2400 


agcgactttg 


ttctcaacaa 


ggagccgtac 


cggaaagcca 


gtattctggt 


ttgcacgggt 


2460 


gccaactttg 


gatgtgggag ctctcgtgag 


catgcgccat 


gggctctcaa 


cgattttggc 


2520 


atcaggagcg 


tcattgcccc 


gtcgttcgca 


gatatattct 


tcaacaactc 


cttcaagaac 


2580 


ggcatgctgc 


cgatccctat 


caaggaccag 


gctcagatcg 


aggccatcgc 


cgccgaagcc 


2640 


agggcgggca 


aggaaatcga 


agttgacctc 


ccaaaccagc 


tgatcaagaa 


cgcaaccggc 


2700 


gagacgatct 


gcactttcga 


ggtggaggag 


tttaggaagc 


actgcttggt 


caatggtctc 


2760 


gatgatatcg 


gcttgaccat 


gcagatggaa 


gacaagatcg 


ccgagttcga 


ggccaagatg 


2820 


accagggaga 


ctccctggct 


cgacggaact 


ggctacctca 


agcgaaaggg 


tcaaggtggt 


2880 


aagctcgcag 


ccaaggctgt 


gcccgtgcct 


accaccaaca 


ggggcgagga 


gaagaaggag 


2940 


ccgcttgagt 


ggtgacggct 


tcctaacgaa 


gtgttgtcga 


aaacgaaagg 


cgttaatcgg 


3000 


ttcaactggt 


gaaaactatt 


attcggttgg 


gatttatgaa 


ataaccctgc 


gaaagggact 


3060 


ctcgttgagc 


ttgcgattat 


tgtactgcga 


tatcagtgtg 


ggaaattttc 


tgcgtcagac 


3120 


tttactgtaa 


tgctcttctt 


cttcaagaaa 


gatcttagtg 


ttttgatttt 


ctacaatgag 


3180 


acgaccaata 


cacaaaccgc 


ctggtcatta 


aaaaaaaaaa 


aaaaaactcg 


agggg 


3235 



<210> 3 
<211> 778 
<212> PRT 

<213> Magnaporthe grisea 
<400> 3 

Met Pro Gly Ala Glu Ser Thr Pro Gin Thr Leu Tyr Asp Lys Val Leu 
15 10 15 

Gin Ala His Val Val Asp Glu Lys Leu Asp Gly Thr Val Leu Leu Tyr 
20 25 30 

He Asp Arg His Leu Val His Glu Val Thr Ser Pro Gin Ala Phe Glu 
35 40 45 



5 



Gly Leu Arg Asn Ala Gly Arg Lys Val Arg Arg Pro Asp Cys Thr Leu 
50 55 60 

Ala Thr Thr Asp His Asn Val Pro Thr Thr Ser Arg Lys Ala Leu Lys 

65 70 75 80 

Asp He Ala Ser Phe He Lys Glu Asp Asp Ser Arg Thr Gin Cys Val 



Thr Leu Glu Glu Asn Val Lys Glu Phe Gly Val Thr Tyr Phe Gly Leu 
100 105 110 



Ser Asp Lys Arg Gin Gly He Val His Val He Gly Pro Glu Gin Gly 
H5 120 125 

Phe Thr Leu Pro Gly Thr Thr Val Val Cys Gly Asp Ser His Thr Ser 
!30 135 140 



Thr His Gly Ala Phe Gly Ala Leu Ala Phe Gly He Gly Thr Ser Glu 
145 150 155 ' 160 



Val Glu His Val Leu Ala Thr Gin Cys Leu He Thr Lys Arg Ser Lys 
165 170 " 175 



Asn Met Arg He Gin Val Asp Gly Glu Leu Ala Pro Gly Val Ser Ser 
180 185 190 



Lys Asp Val Val Leu His Ala He Gly He He Gly Thr Ala Gly Gly 
195 2 00 2 05 



Thr Gly Ala Val He Glu Phe Cys Gly Ser Val He Arg Ser Leu Ser 

210 215 220 

Met Glu Ala Arg Met Ser He Cys Asn Met Ser He Glu Gly Gly Ala 

225 230 235 240 



Arg Ala Gly Met Val Ala Pro Asp Glu He Thr Phe Glu Tyr Leu Lys 
245 250 255 



Gly Arg Pro Leu Ala Pro Lys Tyr Asp Ser Pro Glu Trp His Lys Ala 
260 265 270 



6 



Thr Gin Tyr Trp Lys Asn Leu Gin Ser Asp Pro Gly Ala Lys Tyr Asp 
275 280 285 



lie Asp Val Phe He Asp Ala Lys Asp He Val Pro Thr Leu Thr Trp 
290 295 300 



Gly Thr Ser Pro Glu Asp Val Val Pro He Thr Gly Val Val Pro 
305 310 315 



Pro Glu Thr Phe Ala Thr Glu Ala Lys Lys Ala Asp Gly Arg Arg Met 
325 330 ' 335 



Leu Gin Tyr Met Gly Leu Lys Ala Gly Thr Pro Met Glu Asp He Pro 
340 345 350 

Val Asp Lys Val Phe He Gly Ser Cys Thr Asn Ser Arg He Glu Asp 
355 360 355 



Leu Arg Ala Ala Ala Ala Val Val Lys Gly Arg Lys Lys Ala Pro Asn 
370 375 380 



Val Lys Ser Ala Met Val Val Pro Gly Ser Gly Leu Val Lys Thr Gin 
385 390 395 400 



Ala Glu Glu Glu Gly Leu Asp Lys He Phe Glu Glu Ala Gly Phe Glu 
405 410 415 

Trp Arg Glu Ala Gly Cys Ser Met Cys Leu Gly Met Asn Pro Asp He 
420 425 430 

Leu Ala Pro Gin Glu Arg Cys Ala Ser Thr Ser Asn Arg Asn Phe Glu 
435 440 445 



Gly Arg Gin Gly Ala Gly Gly Arg Thr His Leu Met Ser Pro Val Met 
450 455 460 



Ala Ala Ala Ala Gly He Val Gly Lys Leu Ala Asp Val Arg Lys Leu 
465 470 475 480 



Thr Asp Tyr Lys Ala Ser Pro His He Ala Ala Tyr Gin Lys Ser Thr 
485 490 495 



7 



Val Thr Lys Pro His Val Asp Glu Arg lie Asn Gin Asp Ala His Glu 
500 505 510 



Lys Asp lie lie Ala Asp He Pro Glu Asp Asn Asn Gly Pro His Thr 
515 520 525 



Asn Thr Ser Ala Ser Val Gly Thr Ser Ala Gly Leu Pro Lys Phe Thr 
530 535 540 



He Leu Lys Gly He Ala Ala Pro Leu Glu Lys Ala Asn Val Asp Thr 
545 550 555 560 



Asp Ala He He Pro Lys Gin Phe Leu Lys Thr He Lys Arg Thr Gly 
565 570 575 

r* 
r% 

zz Leu Gly Asn Ala Leu Phe Tyr Glu Met Arg Phe Asn Glu Asp Gly Thr 
^ 580 585 590 



nj Glu Lys Ser Asp Phe Val Leu Asn Lys Glu Pro Tyr Arg Lys Ala Ser 
m 595 600 605 



Li He Leu Val Cys Thr Gly Ala Asn Phe Gly Cys Gly Ser Ser Arg Glu 
610 615 620 



"4= His Ala Pro Trp Ala Leu Asn Asp Phe Gly He Arg Ser Val He Ala 

O 625 630 635 640 

Pro Ser Phe Ala Asp He Phe Phe Asn Asn Ser Phe Lys Asn Gly Met 

645 650 655 



Leu Pro He Pro He Lys Asp Gin Ala Gin He Glu Ala He Ala Ala 
660 665 670 



Glu Ala Arg Ala Gly Lys Glu He Glu Val Asp Leu Pro Asn Gin Leu 
675 680 685 



He Lys Asn Ala Thr Gly Glu Thr He Cys Thr Phe Glu Val Glu Glu 
690 695 700 



Phe Arg Lys His Cys Leu Val Asn Gly Leu Asp Asp He Gly Leu Thr 
705 710 715 720 



Met Gin Met Glu Asp Lys He Ala Glu Phe Glu Ala Lys Met Thr Arg 
725 730 735 

Glu Thr Pro Trp Leu Asp Gly Thr Gly Tyr Leu Lys Arg Lys Gly Gin 
7 40 745 750 

Gly Gly Lys Leu Ala Ala Lys Ala Val Pro Val Pro Thr Thr Asn Arg 
755 760 765 



Gly Glu Glu Lys Lys Glu Pro Leu Glu Trp 
770 775 



